Blank Corrected PK Area (A-5): 0.001

concentration (ug/L ): 0.2 2 W w M (O)

Mean Conc (ug/L ) ¢ =01 sSD: RSD(%): 328.2

Sampie ID: 18 Segquence No.: 00020 Samplier Position: 18
Peak Area (A-s5): 0.130 Peak Height (A): 0.160
Background PK Area (A-3): 0.066 Background PK Height (A): 0.033
Biank corregcted Pk Area (A=5): 0.129

concentration (ug/L y{lis 32.4

Peak Area (A-s): 0.134 PeakKk Height (A): 0.180
Background PK Area (A-3): 0. 068 Background PK Height {(A): 0.032

Blank Corrected PK Area (A- S)

concentration (ug/L ) ! -3,_ W w Sﬁ (35)

Mean Conc (ug /L bHt 32 . 0.7 RSD(%): 2.3
sample ID: 19 sSeguence No.: 00021 Sampler Position: 19
Peak Area (A-s5): 0.059 Peak Height (A): 0.091
Background PK Area (A-5): 0.073 Background PK Height (A): 0.036
Blank Corrected PK Area (A-5): 0.059

concentration (ug/L iil: 14 .8

Peak Area (A-s5): 0.074 Peak Height (A): 0.093
Background PK Area (A-s5): 0.074 Background PK Height (A): 0.039

Blank Corrected PK Area (A-s): 0.074

concentration (ug/L ): 18.4 / ‘07_' ¢>9‘ 33&5

Mean conc (ug/L ) 16.6 g0 2.58 RED(%): 15.5
i

sample I1D: 20 Sequence No.: 00022 sampler Position: 20

Peak Area (A-S): 0.147 Peak Height (A): 0.208

Background Pk Area (A-s): 0.090 Background Pk Height (A): 0.053

Blank Corrected PK Area (A-s): 0.146

concentration (ug/L ): 36.6

Peak Area (A-s): 0.146 Peak Height (A): 0.199

Background PK Area (A-s): 0.085 Background PK Height (A): 0.045

Blank Corrected PK Area (A-s5): 0.146

concentration (ug/L ): 36.6 /00% 33é6+9_0

Mean Cconc (ug /L ) 36.6 8b: 0.01 RSD (%)
Sample ID: 21 Sequence No.: 00023 sampler Position: 21
Paak Area {(A-8): 0.100 Peak Height (A): 0.131
Background PK Area (A-sS): 0.0098 Background PK Height (A): 0.058
Blank Corrected PK Area (A-s): 0.100

concentration (ugsL 3 i 5.0

Peak Area (A-35): 0.100 Peak Height (A): 0.134




Background PK Area (A-s): 0.007 Background PK Height (A): 0.059
Blank Corrected Pk Area (A-s5): 0.099

concentration (ug/L »: 24.9 55 hE; ’77 ,L’
el ke A

Mean Conc (ug/L )i 24 .9 sD: 0.09 RSD(%): 0.4
O————

sample 1D: 22 sequence No.: 00024 samplier Position: 22

Peak Area (A-5): 0.175 Peak Height (A): 0.229

Background PK Area (A-5): 0.098 Background Pk Height (A): 0.067

Blank Corrected PK Area (A-s5): 0.175

concentration (ug/L ) 43.8

Peak Area (A-s8): 0.176 Peak Height (A): 0.230

Background PK Area (A-3): 0.104 Background PK Height (A): 0.066

Blank Corrected Pk Area (A-s5): 0.17

&
& rierat i ( /L ) M 44 0
oncentration (ug 95% 337_/_9'0
SB 0 a1 0.4

Mean <Cconc (ug /L 3 43.9 RSD(%) :
Samplie ID: 23 Ssequence NoO.: 00025 samplier Position: 23
Peak Area {(A-35): 0.132 Peak Height (A): 0.193
Background PK Area (A-s5): 0.111 Background PK Hei 0.070
Blank Corrected PK Area (A-s): 0.15

concentration (ug/L )ik 38.0

Peak Area (A-s5): 0.141 bﬂ' Z‘Heignt (AY: 0.190
Background PK Area (A-5): Background PK Height (A): 0.074

Blank Corrected Pk A S
3 35 1 ‘Eifgég

concentration
(ug/L ): 36.6 sD: .03 RSD(%): 5.6

o

Mean ¢ [

R A R ar a A i R A L R P i VR VS . T R ey )

Sample |D: 24 sequence No.: 00026 Sampier Position: 24

The sample absorbance is greater than that of the highest standard.
Peak Area (A-s): 0.250 Peak Height (A): 0.286

Background PK Area (A-35): 0.115 Background PK Height
Blank Corrected PK Area (A-s): 0.250
concentration (ug/L ) 62 .4

QT

The sample absorbance is greater at
Peak Area (A-s5): 0.228

Background PK Area (A-35):
Blank Corrected PK Are

concentration (ug/

of the highest standard.
Peak Height (A): 0.286
Background PK Height (A): 0.080

The zampl sorbance is greater than that of the highegt standard.

Mean C CUgZL 3 59.7 SD: 3.80 RSD(%): 6.4
sample ID: 25 sequence No.: 00027 sampler Position: 25
peak Area (A-5): 0.092 Peak Height (A): 0.132
Background PK Area (A-s): 0.107 Background PK Height (A): 0.057




Blank Corrected PK Area (A-3): 0.092
concentration (ug/L it 23.0

Peak Area (A-3): 0.094 Peak Height (A): 0.126

Background PK Area (A-35): 0.097 % Background PK Height (A): 0.052
Blank Corrected PK Area (A-s5): 0 094
3, ///

concentration (ug/L ): 23 “we Ebzy% >a_
5 ™

Mean Conc (ug/L dii 23.3 0.37 RED(%) :
—

Sample ID: 26 Sequence No.: 00028 sampler Position: 26

Peak Area (A-s5): 0.177 Peak Height (A): 0.212

Background PK Area (A-s5): 0.104 Background Pk Height (A): 0.057

Blank Corrected PK Area (A-35): 0.177

concentration (ug/L ): 44 .3

Peak Area (A-s5): 0.166 Peak Height (A): 0.230

Background PK Area (A-s5): 0.138 Background PK Height (A): 0.126

Blank Corrected PK Area (A-s5): 0.166

concentration (ug/L ): 41.6 O‘%O?U ?)Sq _{—;LO
SPi 1.93 :

Mean Conc (ug/L ): 42.9 RSD (%)
Lo e

Sampie ID: 27 Sequence No.: 00029 Sampler Position: 27

Peak Area (A-s5): 0.082 Peak Height (A): 0.116

Background PK Area (A-s5): 0,088 Background Pk Height (A): 0.044

Blank Corrected PK Area (A-s3): 0.082

concentration (ug/L ) : 20.5

peak Area (A-S5): 0.075 Peak Height (A): 0.100

Background Pk Area (A-35): 0.090 Background Pk Height (A): 0.050

Blank Corrected PK Area (A-s5): 0.075

\

concentration (ug/L ): 18. ao up “o 5\{.6 /é
Mean Conc (ug/L bk 19.6 sSD: 1.28 RSD(%?: 6.5

—end
sample ID: 28 sequence No.: 00030 Ssampler Position: 28
PeakKk Area (A-s5): 0.172 PeakK Height (A)Y: 0.213
Background Pk Area (A-5): 0.094 Background Pk Height (A): 0.051
Blank Corrected Pk Area (A-s5): 0.172
concentration (ug/L ): 43.0
Peak Area (A-3): 0.150 Peak Height (A): 0.202
Background PK Area (A-s): 0.100 Background PK Height (A): 0.0350

Blank Corrected Pk Area (A-s): 0.149 G\@

concentration (ug/L ): 37.4 \§§> 2}\K3;¥2$>

Mean Cconc {ug/L )i 40 .2 SD: 4.00 RSD{(%)>: 10.90
Sample 1D: 29 seguence No.: 00031 sampler Position: 29
Peak Area (A-3): -0.000 Peak Height (A): 0.016
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Background RPK Area (A-s5): 0.061 Background PK Height (A): 0.034
Blank Corrected PK Area (A-s): -0.000

concentration (ug/L ) : -0. 1
Peak Area (A-s): 0.001 Peak Height (A): 0.017
Background Pk Area (A-3): 0.037 Background Pk Height (A):
Blank Corrected Pk Area (A-3): 0.000
LIS N 5 Cod. Gk Blh- @
Mean conc (ug/L ) 0.0 - CD: RSD(%): 449 .8
P

Sample 10D: 30 Sequence No.: 00032 Samplter Position: 30
Peak Area (A-3): 0.130 Peak Height (A): 0.174
Background Pk Area (A-35): 0.061 Background Pk Height (A): 0.029
Blank Corrected Pk Area (A-s5): 0.130
Concentration ((ug/L ) 32.5
RPeak Area (A-3): 0.127 Peak Height (A): 0.155
Background PK Area (A-3): 0. 059 Background PK Height (A): Q. 033
Blank Corrected PK Area (A-5): . 127
concentration (ug/L ) : 51 a 32 W M‘W BS
Mean conc (ug/L ) 32 .1 sSD: RSD (%)

’ )
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Element File: AS_CLP Eltement: AS

Date: 11/17/87 Time: 16:37

Data Storage File: As_data iD/Weight File:

Technigue: HGA calibration Type: Linear

Sampie ID: Blank sequence No.: 00001 sampler Position: 1
Peak Area (A-s): 0.004 Peak Height (A): 0.018
Backaround Pk Area (A-S): 0.061 Background PK Height (A): 0.061

Biank Corrected Pk Area (A-5): 0.004

Peak Area (A-3): -0.006 Peak Height (A): 0.014

Background PK Area (A-s): 0.060 Background PK Height (A): 0.029
Blank Corrected PK Area (A-s5): -0.006

Mean PK Area (A-s5): -0.001 S3D: 0.0067 RSD(%): 585.4

AUto-zero performad.
eSS

L A T R I T R R O O N L A R I U VO R Y O L L L I R O T Vi vy i VL R R YV iy A Vi VR VR YR S V)

Sample ID: Standard 1 Sequence No.: 00002 sampilier Position: 2
Peak Area (A-s5): 0.083 Peak Height (A): 0.097
Background PK Area (A-5): 0.057 Background Pk Height (A): 0.027

Biank Corrected PK Area (A-s): 0.084

Pgak Area (A-3): 0.085 Peak Height (A): 0.104
Background Pk Area (A-s): 0.0353 Background PK Height (A): 0.030
Biank Corrected PK Area (A-5): 0.086

Mean PK Area (A-sS): 0.085 SD: 0.0012 RSD(%): 1.4
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Standard number 1 applisd. L 20.01

RN
Sample ID: Standard 2 Segquence No.: 00003 Ssampier Position: 3
Peak Area (A-s5): 0.13¢ Peak Height (A): 0.165
Background Pk Area (A-s): 0.059 Background RK Height (A): 0.032
Blank Corrected PK Area (A-3): 0.140
concentration (ug/L : 32.9
Peak Area (A-3): 0. 134 Peak Height (A): 0.156
Background PK Area (A-3): 0.061 Background Pk Height (A): 0.034
Blank Corrected PK Area (A-s): 0.135
Concentration (ugsL ): 31.8
Mean Conc (ug/L ) 32 .4 SD: 0.75 RSD(%): 2.3
Standard number 2 applied. [ 35 .01

L
Sample ID: Standard 3 Sequence No.: 00004 Sampler Position: 4
Peak Area (A-35): 0.195 Peak Height (A): 0.240
Background PK Area (A-35): 0.062 Background PK Height (A): 0.030
Blank Corrected PK Area (A-s): 0.196
Concentration (ugs/t ): 48.8
Peak Area (A-3): 0.197 Peak Height (A): 0.248
Background Pk Area (A-35): 0.069 Background PK Height {(A): 0.035
Blank Corrected Pk Area (A-s5): 0.198
Concentration (ug/L ): 49 .3
Mean Conc (ug/L ) 49 .0 Sp: 0.34 RSD(%): 0.7
Standard number 3 appiied. 50.01

nu—
Sampie ID: 5 3equence No.: 00005 Sampler Position: 5
Peak Area (A-3): -0.001 Peak Height (A): 0.015
Background Pk Area (A-s): 0.056 Background Pk Height (A): 0.030
Blank Corrected PK Area (A-s): -0.000
concentration (ugsL ): -0.1
Peak Area (A-3): 0.004 Peak Height (A): 0.017
Background Pk Area (A-s): 0.054 Background Rk Height (A): 0.028
Blank Corrected PK Area (A-3): 0.003
Concentration (ug/L ): 1.2 o* &

I“. ® 3‘K. a1
Mean Conc (ug /L ) 0.6 sSb: 0.92 RED(%): 154.9
e

3amplie ID: &6 sequence No.: 00006 Sampler Position: &
Peak Area (A-s): 0.166 pPeak Height (A): O0.191
Background PK Area (A-s): 0.064 Background PK Height (A): 0.035
Blank Corrected Pk Area (A-s): 0.167
Concentration ug/L ) 42 .1
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Peak Area (A-s8): 0.168 Peak Height (A): 0.185

Background PK Area (A-3): 0.068 Background PK Height (A): 0.03&2
Blank Corrected PK Area (A-s): 0.169
concentration (ug/L ): 42 .7 s+d
\J<¥,
Mean Conc (ug/L » HE 42 .4 sSD: 0.41 SD%Y: 1.0
s b e
sample ID: 7 sequence No.: 00007 sampler Position: 7
Peak Area (A-5s): 0.002 Peak Height (A): 0.015
Background Pk Area (A-s5): 0.062 Background Pk Height (A): 0.032
Blank Corrected Pk Area (A-s): 0.003
concentration (ug/L ): 0,7
Peak Area (A-s): 0.004 Peak Height (A): 0.014
Background PK Area (A-s): 0.065 Background PkK Height (A): 0.038
Bilank Corrected PK Area (A-s): 0.005 ﬂl
concentration (ug/L ): 1.3 <34\ ‘ w)
Mean Conc (ug/L b I 1. G SD: 0.40 RSED (%)
S
sample |D: 8 sequence No.: 00008 Sampler Position: 8
Peak Area (A-3): 0.095 PeaKk Height (A): O0.116
Backdground PK Area (A-s5): 0.074 Background PK Height (A): 0.043
Blank Corrected PK Area (A-s): 0.096
concentration (ug/L ): 24 .2
Peak Area (A-35): 0.097 Peak Height (A): ©0.122
Background PK Area (A-s): 0.071 Background PK Height (A): 0,036
Blank Corrected PK Area (A-s): 0.098
concentration (ug/L 1 24 .8 \16?
’ 420 L
Mean Conc (ug/L 2 ) 24 .5 SsD: 0.87 RED¢(%): 1.5
EEun)
sample ID: 9 sequence No.: 00009 sampler Position: 9
Peak Area (A-s): 0.061 Peak Height (A): 0.076
Background PK Area (A-s3): 0.082 Background PK Height (A): 0.044
Blank Corrected Pk Area (A-s): 0.062
concentration (ug/L ): 15.7
Peak Area (A-s=): 0.061 Reak Height (A): O0.075
Background PK Area (A-3): 0.080 Background PK Height (A): 0.038

Blank Corrected PK Area (A-s): 0.062

concentration (ug/L ): 1%. 6 ‘3‘_‘2 ‘/g ‘6-—-’ ?_9

Mean Conc (ug/L £l 15 .7 8D: 0.10 RSD(%): 0.6
s

sSampile ID: 10 sequence No.: 00010 Sampler Position: 10

Peak Area (A-s): 0.159 Peak Height (A): 0.184

Backdground PK Area (A-s): 0.081 Background PK Height (A): 0.045

Blank Corrected PK Area (A-s5): 0.160
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Concentration (ug/L 2 s 40 .

o

Peak Area (A-s5): 0.137 Peak Height (A): 0.172
Background PkK Area (A-35): 0.084 Background PK Height (A): 0.041
Blank Corrected Pk Area (A-s): 0.138

gonasntration (ug/L  ): 34.8 *20 HO 7‘

Mean Conc (ug/L b 37 .6 SD: 3,93 R8D(%): 10.5
W

sample ID: 11 Sequence No.: 00011 Samplier Position: 11

Peak Area (A-s5): 0.154 Peak Height (A): 0.178

Backdground Pk Area (A-s): 0.085 Background PK Height (A): 0.045
Blank Corrected PK Area (A-s): 0.156

Concentration (ug/L Y 30.2

Peak Area (A-s): 0.138 Peak Height (A): 0.18
Background PK Area (A-s): 0.081 Background PK Heigh A): 0.046

Blank Corrected PK Area (A-s): 0.139

Concentration (ug/L b L a0 . 1 $q3 ‘/2
SD:

Mean Conc (ug/L ) 37.2 2.93
=

R R R . AL I I P P I Y G N i e L R I O

RSDK(%): 7.9

sample |ID: 12 Sequence No. : Sampler Position: 12
The samplie absorbance is greater than
Peak Area (A-5): 0.237

Background PK Area (A-s): 0.097
Blank Corrected PK Area (A-s):
Cconcentration (ug/L diis

of the highest standard.

Peak Height (A): 0.268
Background PK Height (A): 0.053

The sample absorbance s
Peak Area (A-3): 0
BackKground PK A
Blank Correc

concentra

greater than that of theée highest standard,

4 Peak Height (A): 0.262

(A-5): 0.097 Background PK Height (A): 0.051
Pk Area (A-s): 0.235
" lugsL | ) 59.2

4+ 20

han that of the highest standard.

The mle apsorbance | greater

Mean Conc ug /L ): 59.6 8D+ 0.3%7 RSD(%): 1.0
W——

sampie ID: 13 Sequence No.: 00013 Sampler Position: 13

Peak Area (A-s): 0.067 Peak Height (A): 0.086

Background PK Area (A-s): 0.088 Background PK Height (A): 0.040

Blank Corrected PK Area (A-5): 0.068

concentration (ug/L )z 197 2

Peak Area (A-s5): 0.074 Peak Height (A): 0.088

Background PK Area (A-s): 0.075 Background PK Height (A): 0.044

Blank Corrected PK Area (A-s5): 0.075

concentration (ug/L ): 18.8 3‘.'(-' ‘/g \q-" 40

Mean Cconc (ug /L pits 18.0 sD: 1.1¢ RSD(%): 6.6
Wi

N I s R a  a i B d  a a E E  A  a T E r  T

sampie 1D: 14 Sequence No.: 00014 sampier Position: iﬂ)7’
g T 2




Peak Area (A-s): 0.157 Peak Height (A): 0.203

Background PK Area (A-s5): 0.095 Background PK Height (A): 0.048
Blank Corrected Pk Area (A-s): 0.158
concentration <ug/L ): 39.8
Peak Area (A-3): 0.161 Peak Height (A): 0.196
Background Pk Area (A-35): 0.084 Background PK Height (A): 0.045
Blank Corrected PK Area (A-s): 0.162
concentration (ug/L ): 40.9 :7

+ 20 110 /e
Mean Cohc <(ug/L )¢ 40 .3 sD: 0.80 S RBD(%): 2.0

= el

Sample ID: 5 sSequence No.: 00015 Sampler Position: S
Peak Area (A-s): 0.008 Peak Height (A): 0.019
Background PK Area (A-s): 0.056 Background Pk Height (A): 0.032
Blank Corrected PK Area (A-s): 0.010
Concentration (ug/L IR 2.9
Peak Area (A-s): 0.003 Peak Height (A): 0.017
Backdground PK Area (A-5): 0.059 Background PK Height (A): ©0.032

Biank Corrected PK Area (A-s): 0.004

concentration <ugsk J: 1.0 " £ B‘k L2
C‘-Ub » " —

Msan Conc (ug/L ): fi.17 SsD: 0.98 RSD(%): 56.5
oy

sample ID: & sequence No.: 00016 Samplier Position: ©

Peak Area (A-s): 0.134 Peak Height (A): 0.164

Background PK Area (A-s): 0.068 Background Pk Height (A): 0.029

Blank Corrected PK Area (A-5): 0.135

Concentration (ug/L ): 34.0

Peak Area (A-s): 0.146 Peak Height (A): 0.178

Background PK Area (A-s): 0.064 Background Pk Height (A): 0.031

Blank Corrected PK Area (A-5): 0.147

concentration (ug/sk ): 37.0 C . ' 2 ’S‘ 3‘
SD: 2.12—':‘:'.“S <:’ .;) il

Mean Conc {ug/L ) 35.5 RSD(%): 6.0
[t

Sample 1D: 7 seguence No.: 00017 Ssampler Position: 7

Peak Area (A-s): 0.063 Peak Height (A): 0.080

Background PK Area (A-s5): 0.064 Background PK Height (A): 0.034

Blank Corrected PK Area (A-s5): 0.064

Concentration (ug/L D I 16.2

Peak Area (A-s): 0.064 Peak Height (A): 0.078

Background PK Area (A-s): 0.065 Background PK Height (A): 0.0324

Blank Corrected PK Area (A-s5): 0.065

Concentration (ug/L ): 16.4 3;,'5 ‘/g \C —> go
SD:

Mean Conc (ug/L 2 16.3 0.15 RSD(%): 0.9

I O e A A T T S S s e s
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Sample 1D: 8 sequence No.: 00018 Sampler Position: 8

Peak Area (A-5): 0.148& Peak Height (A): 0.182
Background PK Area (A-s): 0.068 Background PK Height (A): 0.038
Bltank Corrected PK Area (A-s5): 0.149

concentration (ug/L ) 37.6

Peak Area (A-s5): 0.142 Peak Height (A): 0.179
Background PK Area (A-s5): 0.071 Background PK Height (A): 0.036

Blank Corrected Pk Area (A-s): 0.143

concentration (ug/L ): 26.8 & 20 \© g 7.

Mean Conc (ug/L ): 26.9 SD: 1.03 RSD(%): 2.8
e =

sampie ID: © Seqguence No.: 00019 sampler Position: ©

Peak Area (A-s): 0.065 Peak Height (A): 0.086

Background Pk Area (A-3s): 0.072 Background PK Height (A): 0.038

Blank Corrected PK Area (A-S): 0.066

Concentration (ug/L ): 16.7

Peak Area (A-35): 0.070 Peak Height (A): 0.092

Background PK Area (A-s): 0.076 Background PK Height (A): 0.040

Blank Corrected PK Area (A-s): 0.072

concentration (ug/L ): 18 .1 3&“.& ‘/S' \"7 — ?g

Mean Conc (ug/L ): 17 .4 SD: 1.00 RSD(%): 5.7
[y
sample ID: 10 sequence No.: 00020 sampler Position: 10
Peak Area (A-s): 0.138 peak Height (A): 0.199
Background Pk Area (A-S): 0.069 Background PK Height (A): 0.038
Blank Corrected Pk Area (A-s5): 0.140
Concentration (ug/s/L ): 35.2
Peak Area (A-s): 0.144 Peak Height (A): 0.177
Background Pk Area (A-s): 0.081 Background Pk Height (A): 0.037
Blank Corrected PK Area (A-s5): 0.145
concentration (ug/L ): 36 .6 :’
4+ 20 A8 /o
Mean conc (ug/L »: 35.9 SD: 0.96 RSD(%): 2.7
L =T
sample ID: 11 sequence No.: 00021 sampler Position: 11
Peak Area (A-s): 0.060 Peak Height (A): 0.073
Background PK Area (A-s): 0.069 Background PK Height (A): 0.038
Blank Corrected Pk Area (A-s): 0.061
concentration (ug/L ] 15.8
Peak Area (A-sS): 0.067 pPeak Height (A): 0.082
Background Pk Area (A-s): 0.068 Background Pk Height (A): 0.037

Blank Corrected PK Area (A-s): 0.068

concentration (ug/L ): 17.2 —3“68‘/5 “——, go
8D: 1.21

Mean Cconc {ug/L ) I 16. 4 RSD(%): 7.4
W
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sample 1D: 12 sSequence No.: 00022 sampler Position: 12

Peak Area (A-s): 0.135 Peak Height (A): 0.176

Background PK Area (A-=s): 0.077 Background Pk Height (A): 0.039

Blank Corrected PK Area (A-sS): 0.136

concentration (ug/L o s 34 .3

Peak Area (A-8§): 0.147%7 Peak Height (A): 0.186

Background PK Area (A-5): 0.078 Background PK Height (A): 0.043

Blank Corrected PK Area (A-s): 0.148

concentration (ug/L ): 37.3 ' a o Iao ?‘

Mean <Conc Cue/s b1l 35.8 P 210 RED{%): 5.9
e

sSsample 1D: 13 seguence No.: 00023 Ssampler RPosSition: 43

Peak Area (A-s5): 0.057 Peak Height (A)Y: ©0.072

Background PK Area (A-s): 0.066 Background Pk Height (A): 0.035

Blank Corrected PK Area (A-s): 0.058

concentration (ug/L i 14 .7

reak Area (A-5): 0.001 Peak Height (A): 0.071

Background PK Area (A-s5): 0.056 Background PK Height (A .030

Blank Corrected PK Area (A-s): 0.052

concentration (ug/L ): 13.1 3"7 \/;

Mean Conc {(ug/L i 13. 9@ SD: 1.13
Wi

sampie ID: 14 Sequen%:
Peak Area (A-s5): 0.111
Background PK Area (A-s5): 0,063

Blank Corrected PK Area (A-5):
concentration (ug/L ) J

-9 20
0‘ RSD(%) a2

sampler Position: 14

L
gfak gHeight (A): 0.160
Back@ ound PK Height (A): 0.030

11%0‘

- 3? ‘
Peak Area (A-s): 0.119 Peak Height (A): 0,157
Background PK Area -5): 0.064 Background PK Height (A): 0.031
Blank Corrected Area (A-s): 0.120

concentratior ug /L ) I 30.2 +

Mean Co il 29.3 sh: 1.34 RED(%): 4.6
A

sample (D: 15 Sequence No.: 00025 Sampler Position: 195

Peak Area (A-s5): 0.007 Peak Height (A): 0.018

Background PK Area (A-3): 0.0358 Background Pk Height (A): 0.036

Blank Corrected PK Area (A-s): 0.008

concentration (ug/L b i 4.9

Peak Area (A-35): 0.001 Peak Height (A): 0.017

Background PK Area (A-3): 0.0352 Background PK Height (A): 0.036

Blank Corrected Pk Area (A-s): 0.002

concentration (ug/L p I QS

= <% <2
gl X SE)




Mean Cconc (ug /L i 1.2 sD: 1.04 RSD(%): 86.1

Em——
sample ID: 16 Seqguence No.: 00026 sampler Position: 16
Peak Area (A-s): 0.099 Peak Height (A): 0.129
Background PK Area (A-3): 0.064 Background PK Height (A): 0.033
Blank Corrected PK Area (A-5): 0.101
concentration (ug/L Y2 23.:3
Peak Area (A-35): 0.097 Peak Height (A): 0.124
Background PK Area (A-35): 0.063 Background PK Height {(A): O.035
Blank Corrected PK Area (A-s): 0.098 ’
Concentration (ug/L ): 24.6 3."? & 20 ‘2 & Qs
Mean Cconc (ug /L ) 25.0 SD: Q.80 RSD(%): 2.
S
sampile 1ID: 17 sSeguence No.: 00027 sampler Position: 17
Peak Area (A-s): =0,003 Peak Height (A): 0.014
Background PK Area (A-5): 0.053 Background Pk Height (A): 0.029
Blank Corrected PK Area (A-s): -0.001
concentration (ug/L ): -0.4
Peak Area (A-s5): -0.004 Peak Height (A): 0.020
Background Pk Area (A-s): 0.050 Background PK Height (A): 0.029
Blank Corrected PK Area (A-s5): -0.003
concentration (ug/L ): -0.8 E 8‘k ‘1
Mean Conc (ug/L DI =0 .6 O 22 RSD(%)Y: 89 .2
wmms
sample 1D: 18 Seguence No.: 00028 sampler Position: 18
Peak Area {(A-3): 0.141 Peak Height (A): 0.170
Background PK Area (A-5): 0.055 Background Pk Height (A): 0.027
Blank Corrected PK Area (A-s5): 0.142
concentration (ug/L ): 35.9
Peak Area (A-s): 0.128 Peak Height (A): 0.157
Backdround PK Area (A-s): 0.065 Background PK Height (A): 0.032

Blank Corrected PK Area (A-s): 0.129

concentration (ug/L : 32.6 : ! s‘ I! 3: 3\,'

Mean Conc (ug/L b 34.3 SD(%) : '.5
=

Sample I1D: 19 Seguence No.: 00029 Ssampler pPosition: 19

Peak Area (A-s): 0.040 Peak Height (A): 0.0355

Background PK Area (A-s): 0.068 Background PK Height ¥ 0. 0323

Blank Corrected PK Area (A-3s): 0.041

concentration (ug/L i 10.3

Peak Area (A-3): 0.040 Peak Bight (A): 0.056

Background PK Area (A-s): 0.073 Fockground PK Height (A): 0.035

Blank Corrected PK Area (A-s5): 041

Concentration (ug/L ): 1 131



Mean Conc (ug/L 10.: 3 =1 59 K © FRRT o % RSD(%): 0.1

B U R P VR R R T )

i

- ROsiItion: 20

o "
Peak Area (A-s): 0.139 m (AY: 0,173
= kdab

Background PK Area (A-5): 0.066¢ und PK Height (A): 0.040
Blank Corrected PK Area (A-s):
concentration (ug/L ):

sSaimple |D: 20 Sequence No.: 00030

Peak Area (A-35): 0.141 Peak Height (A): O.161
Backdround PK Area 0.076 Background PK Height (A): 0.042

Blank Correcte
concentrati (ug /L ) 35.9
Maa iz 35.6 SD: 0.42 RED(%): 1.2
sample ID: 21 Seqguence No.: 00031 sampler Position: 21
Peak Area (A-5): 0.043 Peak Height (A): 0.053
Background PK Area (A-s): 0.059 Background PK Height (A): 0.033
Blank Corrected Pk Area (A-s): 0.044
concentration (ug/L ) : 11.0
Peak Area (A-s): 0.039 Peak Height (A): 0.052
Background PK Area (A-S): 0.068 Background Pk Height (A): 0.043
Blank Corrected Pk Area (A-s): 0.040
concentration (ug/L ): 10.28 3“ "
=
Mean Conc (ug/L At 10.6 sD: 0.60 RSD(%): 5.6
i
sample ID: 22 sequence No.: 00032 sampler Position: 22
Peak Area (A-s): 0.127 Peak Height (A): 0.163
Background Pk Area (A-s): 0.072 Background Pk Height (A): 0.038
Blank Corrected Pk Area (A-s): 0.128
Concentration (ug/L )2 32 .4
Peak Area (A-s5): 0.124 Peak Height (A): 0.152
Background PK Area (A-3): 0.074 Background PK Height (A): 0.038
Blank Corrected Pk Area (A=8): 0.128
concentration (ug/L ): 31.6
i 420 \oS 7
Mean conc (ug/L ): 32.0 SD: 0.58 RSD(%): 1.8
e
sample 1D: 23 Sequence No.: 00033 sampler PoOsSitio
Peak Area (A-s): 0.040 PEaK HE iGNt e 0.064
Background PK Area (A-s): 0.070 e PK He'?"\t (A): 0.038
Blank Corrected Pk Area (A-5): 0.041 rr‘

concentration (ug/L ): 10 . 4 o

Peak Area (A-3): 0.
Background PK
Blank Co

! ak Zeucmt (A): 0.059

0
0.070 g Background Pk Height (A): 0.039

ed PK Area (A-35):
v+ 132



r
;
|
\
|
»
,
|
i
;

Concentration (ug/L 23 9.8

Mean Conc (ug/L )z 10!, 1 SD: 0.42 RSD(%): 4.1

R O A e O Y i i T I R VR R VR O L A O s 2 A A AL I I RV S Y

sample ID: 24 seq 00034 sampier Position: 24
Peak Area (A=s): 0,135
Background PK Area (A-3): 0.
Blank Corrected PK Area (

Peak Height (A): 0.165
Background PK Height (A): 0.043

concentration (ug/L )4

Peak Area (A-3): . 134 Peak Height (A): 0.167
Background Pk rea (A=gj): 9,079 Background PK Height (A): 0.041
Blank Corr ted PK Area (A=s5): 0.135

concent ion (ug/L )z 34 .1

Mean Cconc (ug/L ) it 34 .2 gb: 0.18 RSD(%): 0.5
Sample |ID: 235 Sequence No.: 00035 Sampler Position: 25
Peak Area (A-5): 0.031 Peak Height (A): 0.051
Background PK Area (A-s5): 0.071 Background PK Height (A):

Blank Corrected PK Area (A-5): 0.032

goncentration tug/l 3: 8.1

Peak Area (A-35): 0.039 Peak Height (A)g . 086
Background PK Area (A-35): 0.056 Background P jgnt (A): 0,035
Bilank Corrected PK Area (A-s5): 0.040 iy

concentration (ug/s/L ): 10.2 ',""

Mean Cconc (ug/L b 9.2 RSD{(%): 15.8

L4

P N R R R R R R e v e R Ty v e <’fr~ R R R R R R TR R Ry

Sampie 1D: 26 o0op36 sampler Position: 26

Peak Area (A=5): 0. 1381
Background PK Area (A-3):
Blank Corrected PK Are

Peak Height (A): 0.146
Background PK Height (A): 0.037

concentration (ug/L 33.4

Peak Area Peak Height (A): 0.156
Background E tA=5): Q.0%71 Background PK Height (A): 0.038
Blank Cor cted PK Area (A-s5): 0.135

concen tion <ug/L ): 34.0

Me conc (ug/L ) i 33.7 SD: 0.43 RSD(%): 1.3
Sample ID: 2% Seguence No.: 00037 sampler Position: 27
Peak Area (A-35): 0.039 Peak Height (A): 0.055
Background PK Area (A-s): 0,072 Background PK Height (A): 0.040
Blank Corrected PK Area (A-s): 0.041

concentration (ug/L 23 10..2

Peak Area (A-s5): 0.046 Peak Height (A): 0.032
Background PK Area (A-8): 0.068 Background Pk Height (A): 0.036
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Blank Corrected Pk Area (A-S): 0.047 35.3 "

concentration (ug/L b I 11.8

s

Mean Cconc (ug/L il 11 -0 Sp: 1.14 RSD(%): 10.3

Mo
sampie (D: 28 Sequence No.: 00038 Sampler Position: 28
Peak Area (A-35): 0.131 Peak Height (A): 0.154
Background PK Area (A-s): 0.073 Background PK Height (A): 0.035
Blank Corrected PK Area (A-s): 0.132
concentration (ug/L ¥ 33.4
Peak Area (A-s): 0.123 Peak Height (A): 0.156
Background Pk Area (A-s): 0.079 Background Pk Height (A): 0.036

Blank Corrected PK Area (A-s): 0.124

concentration (ug/L ): 31.4 -ss,Q ’o 'os-"

Mean Conc {(ug/L ¥ 32.4 SD: 1.42 RSD(%): 4.4
i

sampie ID: 29 Sequence No.: 00039 sampler Position: 29

Peak Area (A-s5): -0.002 Peak Height (A): 0.017

Background PK Area (A-35): 0.053 Background PK Height (A): 0.028

Blank Corrected PK Area (A-s): -0.001

concentration (ug/L ) =0 .2

Peak Area (A-8): -0.005 Peak Height {(A): 0.01838

Background PK Area (A-5): 0.052 Background PK Height (A): 0.028

Bilank Corrected PK Area (A-s): -0.004

concentration (ug/L ): -4.1 ‘é G‘k &2
(:‘.-N- ° . S

Mean Conc (ug/L it =0.6 Sbh: 0,62 RSD{(%): 9©6.3
L=

sample ID: 30 Sequence No.: 00040 Sampler Position: 3230

Peak Area (A-s): 0.128 Peak Height (A): 0.165

Backdround PK Area (A-5): 0.059 BackKground PK Height (A): 0.031

Blank Corrected PK Area (A-s): 0.129

Concentration (ug/L Yis 32.9

Peak Area (A-s5): 0.139 Peak Height (A): 0.164

Background PkK Area (A-35): 0.054 Background PK Height (A): 0.030

Blank Corrected PK Area (A-s5): 0.14

concentration (ug/L ) : 35.4 (‘”'& su (’S) G(

Mean Cconc (ug/L p I 33.9 SD(%) :
g

sample ID: 31 sequence No.: 00041 sampler Position: 31

pPeak Area (A-5): 0.037 Peak Height (A): 0.057

Background PK Area (A-sS): 0.066 Background Pk Height (A): 0.037

Blank Corrected PK Area (A-s): 0.038

Cconcentration (ug/L ) : 9.6

Peak Area (A-5): 0.045 Peak Height (A): 0.055

-« 134




Background Pk Area (A-5): 0.057 Background PK Height (A): 0.031
Blank Corrected Pk Area (A-5): 0.046

concentration (ug/L ) i1.7 35..( “
Gmn——
sD: 1.46

Mean Cconc (ug /L Y 10.6 RSD(%2: 13.8
S
sSample 10: 32 sequence No.: 00042 sampler pPosition: 32
Peak Area (A-s): 0.122 Peak Height (A): 0.166
Background Pk Area (A-3): 0.065 Background Pk Height (A): 0.036
Blank Corrected Pk Area (A-s5): 0.124
concentration (ug/s/L ) 31.2
Peak Area (A-3): 0.119 Peak Height (A): 0.15S5
Background PK Area (A-s): 0.072 Background PK Height {(A): 0.036
Blank Corrected PK Area (A-s): 0.120
concentration (ug/L ) 30.3 7
& 20 \Oe /¢
Mean Conc (ug /L ) 30.7 sh: 0.63 RSD(%): 2.0
L
Sample I1D: 33 seguence No.: 00043 sampler Position: 33
Peak Area (A-s): 0.030 Peak Height (A): 0.048
Background Pk Area (A-s5): 0.073 Background PK Height (A): 0.0327
Biank Corrected PK Area (A-3): 0.031
concentration (ug/L ): 7.8
Peak Area (A-s5): 0.035 Peak Height (A): 0.048
Background PK Area (A-s5): 0.069 Background PK Height (A): 0.040

Blank Corrected PK Area (A-s5): 0.036

Concentration (ug/L ) 9.2 3S'$ﬁ Q
G—_
5D:

Mean Cconc (ug/L ) 8.5 1.01 R3D{(%): 11.9
A
sSamplie 1D: 34 sequence No.: 00044 sampler PoOsition: 34
Peak Area (A-s): 0.116 Peak Height (A): 0,151
Background Pk Area (A-s): 0.078 Background Pk Height (A): ©.039
Blank Corrected PK Area (A-s5): 0.117
concentration (ug/L ) 29.6
Peak Area (A-s): 0.130 Peak Height (A): 0.157
Background PK Area (A-s): 0.078 Background PK Height (A): 0.037
Biank Corrected PK Area (A-s): 0.131
concentration (ug/L ) 33.1 7’
4+ 20 WO 7Z¢
Mean Cconc (ug/L ) 31.3 SD: 2.4¢9 RSD(%): 7.9
A——
cample (D: 35 seguence No.: 00045 Sampler Position: 35
Peak Area (A-s): 0.040 Peak Height (A): 0.050
Background Pk Area (A-s): 0.063 Background Pk Height (A): 0.034
Blank corrected PK Area (A-s): 0.041
concentration (ug/L ) 10.4
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Peak Area (A-s5): 0.035 Peak Height (A): 0.051
Background PK Area (A-3): 0.065 Background PK Height (A): 0.036
Blank Corrected PK Area (A-s5): 0.036

Concentration (ug/L b I 9.1 B ‘ °
38§ —

Mean Conc (ug/L b 1 9.8 SD: .98 RSD(%)Y: 10.0
emns S

Sample 1D: 36 sequence No.: 00046 samplier Position: 36

Peak Area (A-s): 0.118 Peak Height (A): 0.136

Background PK Area (A-s): 0.074 Background PK Height (A): 0.038

Blank Corrected Pk Area (A-s): 0.119

concentration (ug/L Al 30.0

Peak Area (A-s): 0.122 Peak Height (A): 0.151

Background PK Area (A-s3): 0.068 Background Pk Height (A): 0.034

Blank Corrected PK Area (A-s): 0.123

Concentration (ug/L ): Hiih + 1‘ \05’)
@

Mean Conc (ug/L ¥t 30.5 sD: 0.71 RED(%): 2.3
A

B R e R e A e e A iR I A I I I e O R R

Sample 1D: 37 Sequence No.: 00047 Sampler Position: 237

Peak Area (A-s5): 0.071 Peak Height (A): 0.092
Background PK Area (A-5): 0.081 Background PK Height (A): 0.03
Blank Corrected PK Area (A-5): 0.073

Concentration (ug/L 2t 18.3

Peak Area (A-s5): 0.068 Peak Height (A): O
Background PK Area (A-5): 0.084 Background PK

Blank Corrected PK Area (A-s): 0.070
T 1> 3¢
Py RSD(%): F o

concentration (ug/L ): 17.5 38 A
NMN’N P A A A A R R R R R . O VA VA Ty VT VR .

2
ht (A): 0.039

Mean Conc (ug/L ) 17.9 SD: 0.53

‘(
Sample 1D: 328 sequen

Peak Area (A-s): 0.169

Background PK Area (A-s): 0.
Blank Corrected PK Area (A
concentration (ug/L ):

e 1 845 sampler Position: 38

Py Peak Height (A): 0.185
.f Background PK Height (A): 0.044
0.1*?
.8

Peak Area (A-s5): 0
Background PK Al

O Peak Height (A): 0.181
(A-5): 0.080 Background PK Height (A): 0.042

Blank Correc PK Area (A-3): 0.171

Concentraty (ug /L ): 43 .1

Mean nc (ug/L ¥i 42 .9 sD: 0.18 RED(%): 0.4
Sample 1D: 39 Seguence No.: 00049 Sampler Position: 39
Peak Area (A-3): 0.004 Peak Height (A): 0.020
Background PK Area (A-5): 0.047 Background Pk Height (A): 0.029
Blank Corrected Pk Area (A-35): 0.005

Concentration (ug/L b I 1.4
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Peak Area (A-s): -0.005 Peak Height (A): 0.016
Background PK Area (A-s5): 0.055 Background PK Height (A): 0.031
Blank Corrected PK Area (A-s): -0.004

3 ‘ : il - Z
concentration (ug/L 0.9 Co-'£ " B‘K. o—

Mean Conc (ug /L )i Q.2 sy 1.641 RBE (WY FEZ.1
e

Sampie ID: 40 Ssequence No.: 00050 Samplier Rosition: 40

Peak Area (A-3): 0.132 Peak Height (A): 0.163

Background PK Area (A-3): 0.054 Background PK Height (A): 0.0Z0

Blank Corrected PK Area (A-s): 0.133

concentration (ug/L b M 33.9

Peak Area (A-5): 0.140 Peak Height (A): 0.158

Background PK Area (A-s5): 0.059 Background PK Heidght {(A): 0.029

Blank Corrected PK Area (A-s5): 0.141

concentration (ug/L ): 35.6 C._:£ & S“‘J. <3$) 3;
SD: 1.45

Mean conc (ug/L D I 34 .5 RSD{(%): 4.2
O



Eiement File: AS_CLP Element: AS

Rate: 41/719/8%7 Time: 8:50

Data Storadge Filé: AS8_data ID/7wWeight File:

Technigue: HGA calibration Type: Linear

Sample 10: Blank sSeguence No.: 00001 Sampler Position: 1
Peak Area (A-35): 0.004 Peak Height (A): 0,012
Background PK Area (A-3): 0.053 Background PK Height (A): 0.02¢

Blank Corrected PK Area (A-5): 0.004

Pealk Area (A-s5): -0.003 Peak Height (A): 0.009

Background PK Area (A-s5): 0.049 Background Pk Height (A): 0.026
Blank Corrected PK Area (A-s): -0.003

Mean PK Area (A-5): 0.000 SD: 0.0049 RSD(%): 981.4

Auto-zero performed.

B A R e . i A A AL L I U O ]

Sample ID: Standard 1 Segquence No.: 00002 Samplier RPosition: 2
Peak Area (A-5): 0.078 rPeak Height (A): 0.150
Background Pk Area (A-35): 0.054 Background Pk Height (A): 0.037

Blank Corrected PK Area (A-s): 0.078

Peak Area (A-3): 0.083 Peak Height (A): 0.162
Background Pk Area (A-35): 0.047 Background PK Height (A): 0.032
Blank Corrected PK Area (A-3): 0.082

Mean PK Area (A-5): 0.080 sD: 0.0031 RED(%): 8.9
Standard number 1 applied. [ 20.01

Sample ID: Standard 2 seguence No.: 00003 Sampiler Position: 3
Peak Area (A-s): 0.145 Peak Height (A): 0,263
Background Pk Area (A-3): 0.054 Background PK Height (A): 0.037
Blank Corrected PK Area (A-s5): 0.145

concentration (ug/L 3 s 36.2

Peak Area (A-s): 0.138 Peak Height (A): 0.238
Background PK Area (A-3): 0.055 Background PK Height {(A): 0.036
Blank Corrected PK Area (A-35): 0.137

concentration (ug/L 3 8 34 .4

Mean Conc {ugrsL )i 35,8 sbD: 1.30 RE8D(%): 3.7
standard number 2 applied. L 35.01

Sampie (D: Standard 3 Sequence No.: 00004 Sampler Position: 4
Peak Area (A-s): 0.2132 Peak Height (A): 0.364
Background PkK Area (A-35): 0.060 Backdground Pk Height (A): 0.0328
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Blank Corrected PK Area (A-s): 0.213

concentration (ug/L ): 52.9

Peak Area {(A-3): 0.224 Reak Height CA): 0.373
Background PkK Area (A-35): 0.039 Background PK Height {(A): 0.040
Blank corrected PK Area (A=8): 0.223

concentration (ug/L ): 55.6

Mean Conc Lug/ L Lk 54 .3 S 9 s RSDC%Y ) 2.9
Standard number 32 applied. L 50.01

sampie I1D: 5 Seguence No.: 00005 Sampler Position: 5
Peak Area (A-s): 0.000 Peak Height (A): 0.009
Background Pk Area (A-35): 0.043 Background PK Height (A): 0.022
Bliank Corrected PK Area (A-8): -0.000

concentration (ug/L ): -0.1

Peak Area (A-s5): 0.001 Peak Height (A): 0.009
Background PK Area (A-s5): 0.046 Background PK Height (A): 0.024

Blank Corrected PK Area (A-s5): 0.000

Cconcentration (ug/L ): 0.0 AQ W, Wl M (0)

—_—
Mean Cconc (ug/L ) =0.0 SD: 0.07 RSD(%): 245.5
R
csample I1D: & seqguence No.: 00006 Sampler Position: 6
Peak Area (A-s5): 0.177 Peak Height (A): 0.280
Background Pk Area (A-s5): 0.056 Background PK Height (A): 0.036
Blank Corrected PK Area (A-s5): 0.177
Concentration (ug/L 2l 41.8
Peak Area (A-3): 0.183 Peak Height (A): 0.288
Background PK Area (A-s5): 0.061 Background PK Height (A): 0.042

Blank Corrected PK Area (A-s5): 0.182

concentration (ug/L ): 43 .1 ﬁ /CV/Q (4/)

Mean Conc (ug/L di 42 . 4 SD: 0.97 RSD(%): 2.3
sample I1D: 7 sequence No.: 00007 Sampler Position: 7
Peak Area (A-s5): 0.081 Peak Height (A): 0.127
Background PK Area (A-s5): 0.074 Background PK Height (A): 0.035
Blank Corrected PK Area (A-s5): 0.080

concentration (ug/L b 19.0

Peak Area (A-s): 0.068& Peak Height (A): 0.126
Background PK Area (A-s5): 0.067 ‘ Background PK Height (A): 0.053
Blank Corrected PK Area (A-s5): 0.068

concentration (ug/L ): 16.0/ ,4‘_’ ’& 338 /lfl-

Mean Conc (ug /L Fil: 17.9 SD: 2.08 RSD(%): 11.9
—_—

B e e B R At

sample ID: 8 Sequence No.: 00008 Sampler Position:
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Peak Area (A-s): 0.152 Peak Height (A): 0.257
Background PK Area (A-s5): 0.075 BacKground PK Height (A): 0.066
Biank Corrected PK Area (A-s): 0.151

concentration (ug/sL p i 35,7

Peak Area (A-3): 0.141 Peak Height (A): 0.2335
Background PK Area (A-s): 0.078 Background Pk Height (A): 0.058

Blank Corrected PK Area (A=s): 0.141

concentration (ug/L ): 33.3 56% 338 _/.Q_O

Mean Conc (ug/L ) 34.5 =0 RSD (%) :
——————

sampie I1D: 9 sSeguence No.: 00009 Sampler POsition: ©

Peak Area (A-s): 0.059 Peak Height (A): 0.093

Background PK Area (A-s): 0.0332 Background RPK Height (A): 0.034

Blank Corrected PK Area (A-s): 0.059

Concentration (ug/L il 13.9

Peak Area (A-s): 0.065 Peak Height (A): 0.110

Background PK Area (A-3): 0.059 Background PK Height (A): 0.037

Blank Corrected PK Area (A-5): 0.064

concentration (ug/L ): 15.1ﬁ 'f—a 6/0 3[_/3 kf

Mean Cconc {ug/L b Il 14.5 gsb: ©O.88 RSD(%): &.0
Samplie ID: 10 Sequence No.: 00010 Sampler Position: 10
Peak Area (A-3) 0,137 Peak Height (A): 0.221
Background PK Area (A-s): 0.059 Background PK Height (A): 0.045
Blank Corrected PK Area (A-s5): 0.136

Concentration (ug/L 3a 32.2

Peak Area (A-s): 0.141 Peak Height (A): 0.242
Background PK Area (A-s5): 0.063 Background Pk Height (A): 0.047

Blank Corrected PK Area (A-s): 0.141

concentration (ug/L ): 33.3 9}% 3(/3 +20

Mean Conc {Ug/L ) 32.8 sSh: 0.78 RSD (%)

P —————
Sample 1D: 11 Sequence No.: 00011 Sampler Position: 11
Peak Area (A-5): 0.053 Peak Height (A): 0.090
Background PK Area (A-s): 0.051 Background PK Height (A): 0.032
Blank Corrected PK Area (A-s5): 0.053
concentration (ug/L Al 12. 4
Peak Area (A-s): 0.052 Peak Height (A): ©0.08%9
Background Pk Area (A-3): 0.050 .,‘: Background Pk Height (A): 0.032
Biank Corrected PK Area (A-s): 0. ’
concentration (ug/L ) 12, “1._-' 60 5L/7 A

=
Mean Conc (ug /L o)k 12.3 sD: O.19 RSD(%) : 3
————

e e e T R
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sSampite |1D: 18 seqguence No.: 0001z Ssampler Position: 12
Peak Area (A-8): 0.135 Peak Height (A): 0.217
Background PK Area (A-s): 0.060 Background PK Height (A): 0.044
Blank Corrected PK Area (A=s): 0.135

concentration (ug/l ) 1.9

Peak Area (A-85): 0.128 Peak Height (A): 0.213
Background Pk Area (A-35): 0.062 Background Pk Height (A): 0.040

B | ank Gorrected PK Area (A=8Y: 0.12%7

concentration (ug/L )i 30.1 94% 36{7% 2 O
sSh: 1.28

Mean Cong {ug/L itk 31,0 RSD{(%): 4.1

i R B B A S T T O R T N . I T I R R

samp.le 1D: 43 Segquence No.: 00013 Samplier Position: 13
Peak Area (A-s) 0.044 Peak Height (A): 0.080
Background PK Area (A-3): 0.072 Background Pk Height (A): 0.047
Blank Corrected Pk Area (A-s5): 0.0483

Concentration (ug/L s 10..2

FPeak Area (A-3): 0.048 Peak Height ¢(A): O.083
Background Pk Area (A-5): 0.071 Background RPK Height (A): 0.047

Blank Corrected PK Area (A-s): 0.047

concentration (ug/L ) : 11.2 /I 39{?
g

Mean conc <(ug/L ) 19 .7 SDE Oy S RSD(%) : e
e

Sampie ID: 14 sequence No.: 00014 Sampler Position: 14

Peak Area (A-s): 0,123 Peak Height (A): 0.201

Background Pk Area (A-s): 0.071 Background Pk Height (A): 0.051

Blank Corrected PK Area (A-s): 0.123

cConcentration (ug/L oI 29.0

Pgak Areéa (A=s): 0.119 Peak Height (A): 0. 198

Background Pk Area (A-s5): 0.071 Background PK Height (A): 0.0350

Blank Corrected PK Area (A-s): 0.118

concentration (ugsL J: 28.0 q7

87 7% o G

Mean Conc (ug/L 1 28.35 sbh: 0.73 RED¢(%): 2.6

—
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sample 1D: 15 Sequence No.: 00015 sampiler pPosition: 18
Peak Area (A-35): 0.045 Peak Height (A): 0.071
Background PK Area (A-s5): 0.062 Backdground Pk Height (A): 0.038
Biank Ccorrected Pk Area (A-5) 0.045

concentrat ion (ug/L bl 0.5

(= Area (A-s) 0.0z24 Peak Height (A)Y: 0.072

B ground PK Area (A-s5): 0.066 Background Pk Height {(A): 0.041

Blank corrected Pk Area (A-s5): 0.033

concentration (ug/L b I 7" :i’ 2555/

Mean Conc (ug/b ) : 9.8 sD: 1.88 RSD(%): 20.5
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sample ID: 16 seqguence No.: 00016 Sampler Position: 16

Aréga (A=-5): 0,115 Paak Height (A): 0.194

ground P OArea (A-s): 0.068 Background PK Height (A): 0.045
Blank Corrected Pk Area (A=s)y: 0.145

concentration J(uUg/L )¢ el |

Feak Area (A=s): 0.118 Peak Height (A): 0.203
Background PK Area (A-s): 0.070 Background PK Height (A): 0.048
ank goéerrected PK Area (A=s): 0.118

Concentration cug/L )i o i QJ% 5 5/ -/—

Mean Conc (ug/L 2 27.8 S0: 0.32 RSD(%): 1.9

1

B s e I O O R R e R R A A i

sampilte I1D: 17 Segquence No.: 00017 sSampler Position: 17

Peak Area (A-5): 0.003 Peak Height (A): 0.009
Background Pk Area (A-s): 0.046 Background PK Height (A): 0.023
Blank Corrected PK Area (A-5): 0.002
concentration (ug/L D1l O O

Peak Area (A-s): 0.000 Peak Height (A): 0.008
Background PK Area (A-s5): 0.048 Background PK Height (A): 0.024
Biank Corrected PK Area (A=s5): =0.000

:'_:..;-,r—n:fantrat ion gzl | s el . W W M ( )
L2 3

Mean Cenc | (Ug/l 3. 0.2 =" 8D: I RSD(%): 174.6
‘-——/

B i A A I O R e d  a A  T E  a a C IA R

sample D: 18 seguence No.: 00018 Sampler Peosition: 18

Peak Area (A-3): 0.145 Peak Height (A): 0.278
Background PK Area (A-s): 0.0358 Background PK Height (A): 0.039
3iank Corrected PK Area (A-3): 0.145

Conecentration <(ug/L )¢ 34 .3

Peak Area (A-sS): 0.148 Peak Height (A): 0.273
Background Pk Area (A-s): 0.062 Background PK Height (A): 0.037
Blank Corrected Pk Area (A-s5): 0.147

concentration (ug/L ) : 34.8 56 W w %{ (35)

Mean Conc {ug/L ) 34.35 SDh: 0.36 RSD (%)

B P VP PV VP P B P U O T PRSP SV R R v R I R R T R
Ssampie ID: 19 sSegquence No.: 00019 sampler Position: 19

Peak Area (A-s5): 0.039 Peak Height (A): 0.068

Kground PK Area (A-s): 0.038 Background RPK Height (A)>: 0.037
Blank Corrected PK Area (A-s5): 0.038

concentration (ug/L Yk @.0

Peak Area (A=8): 0.035 Feak Height (A): 0.060
Background PK Area (A-s): 0.059 Background PK Height (A): 0,033
ink Corrected Pk Area (A-s): 0,033

Goncentration (ug/zt g.2




A 352

A Conc fug/L ) : 8.6 SD: 0.60 RED(%): 7.0

e

e R  dEaE  a R A A I TR U Ry R O e i A U R v P T O N A B T N T R S T VR

camplie [D: 20 sSeguence No.: 00020 sampler Position: 20

) 0. 111 Peak Height (A): 0.185

Area (A-s): 0.059 Background Pk Height (A): 0.039
corrected Pk Area (A-s): 0.110

tration (ug/L ) 26 .1

(A-5): ©0.115 Peak Height (A): 0.198
Area (A-3): 0.061 Backdround PK Height (A): 0.04
Corrected P Area (A-s): 0.114

.,_cm\_... ) 27.0 QQ Nv nww .\.

RSD(%): 2.3

0y

R e i ARt I P P T P TR R R R VI O S P e 2 L G I T Vi VLU I S P R R R O P R SRR R R V)

iD: 21 segquence No.: 00021 Sampler Position: 21

Area (A-3): 0.005 Peak Height (A): 0.012

round P OArea (A-s): 0.0350 Background PK Height (A): 0.021
cted PK Area (A-s3): 0.005

“hb (Uug /L ) ! 1.1

\-5): -0.002 Peak Height (A): 0.008
Pk Area (A-s): 0.052 Background Pk Height (A): 0.024
ted PK Area (A-3)

.:...:., (ug/L  ): nochN § & % Nbb

conc fug/ ): 0.3 SD: =1 RED(%): 500.6

R R A A T O O i e e O R R A I I P R O O R L L R R RN VY

le 1D: 22 sSeguence No.: 00022 Sampiler Position: 22

Pealk Area (A-35) 0.149 Peak Height (A): 0.262
Background PK Area (A-s): 0.055 Background PK Height (A): 0.034
Blank Corrected PK Area (A-3): 0.149

Zoncentration {(ug/L ) &

0
ot
re

Peak Height (A): 0.266
Background PK Height (A): 0.037

1
o . bﬁar (A-35): .05
Czrrected PR Area (A-s53: 0.149

“w&wwﬁﬁnmﬁwo: (ug/L ) : 352 ,Mﬂm MMQwﬁ\N. RUDV\.mwwm&A NMmev

Mean <Conc (ug /L OE 39 2 spD: 0.02 RSD(%)Y: 0.1

50
A-
re
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Sample 1D: Blank Seqgquence No.: 00013 sampler Position: 1
Peak Area (A-s5): 0.005 Peak Height (A): 0.009
Background PK Area (A-s): -0.022 Background Pk Height (A): 0.008
Blank Corrected PK Area (A-s5): 0.004

concentration (ug/L )¢ i

Peak Area (A-3): 0.006 Peak Height (A): 0.010
Background RPK Area (A-s): -0.025 Background Pk Height (A): 0.008
Blank Corrected PK Area (A-35): 0.005

Concentration {(ug/L I 1.4

Mean Conc (ug/L b - 1.2 SD; 0.17 RSD(%): 13.7

Autc-zero performed.

—————————
sampie |ID: standard 1 sSequence No.: 00014 Sampler Position: 2
Peak Area (A-s5): 0.090 Peak Height (A): 0.152
Background PK Area (A-s): -0.001 Background PK Height (A): 0.036
Blank Corrected PK Area (A-s5): 0.084
concentration (ug/L i 22.6
Peak Area (A-35): 0.089 Peak Height (A): 0.1357
Background PK Area (A-s): -0.000 Background PK Height (A): 0.037
Biank Corrected PK Area (A=s): 0,088
concentration (ug/L ¥ ez. 3
Mean Conc {ug/L p i 22.98 shy 0.283 RSD(%): 1.0
Standard number 1 applied. I 20.01
—————— e ———— C—

Sample ID: Standard 2 Seqguence No.: 00015 sampler Position: 3
Peak Area (A-s): 0.133 Peak Height (A): 0. 184
Backdground PK Area (A-3): 0.013 Background PK Height (A): 0.044
Blank Corrected PK Area (A=s): 0,127
concentration (ug/L ) B 20.5



Peak Area (A-s): 0.131 Peak Height (A): 0.201

Background PK Area (A-s5): 0.017 Background PK Height (A): 0.048
Blank corrected PK Area (A-s5): 0.125
concentration (ug/L ) 4 30 .1
Mean <Conc (ud/L D I 30.3 Sy 0.31% RSD(%): 1.0
Standard number 2 applied. L 35.01

e T it e iy W PRV D L
Sampie ID: Standard 3 Seguence No.: 00016 Sampier Position: 4
Peak Area (A-35): 0.185 Peak Height (A): 0.277
Background PK Area (A-35): 0.028 Background Pk Height (A): 0.069
Blank Corrected PK Area (A-s): 0.179
concentration (ug/L e 47 .7
Peak Area (A-s): 0.186 Peak Height (A): ©0.282
Background PK Area (A-3): 0.030 Background PK Height (A): 0.071
Blank Corrected PK Area (A-s): 0.180
concentration (ug/L ) 47 .8
Mean conc (ug/L p i 47 .8 sSD: 0.04 RSD(%): O.1
Standard number 2 applied. L 50.03

-— e .
Sample ID: 5 seguence No.: 00017 sampler Position: 5
Peak Area (A-3): 0.007 Peak Height <(A): 0.010
Background PK Area (A=8): =0,021 Background Pk Height (A): 0O.007
Blank Corrected PK Area (A-3): 0.001
concentration (ug/L ) B 0.3

Peak Area (A-5): 0.0053 Peak Height (A): 0.009
Background PK Area (A-3): -0.021 Background PK Height (A): 0.006
Blank Corrected PK Area (A-s5): -0.000 . 145

Concentration (ug/L y b =0 . 1




Mean Conc (ug/L ) 0.1 D:

RED(%): 340.8

8.4 g 52* Q\K,

L A I R e e . i A R I m~~~u~~~~~~n~~~~~~~~~~

Sample 1D: 6 Secuence No.: 00018 Sampler Position: 6
Peak Area (A-s5): 0.189 Peak Height (A): 0.27¢9
Background PK Area (A-s): 0.032 Background Pk Height (A): 0.070
Blank Corrected Pk Area (A-s): 0.183

concentration <(ug/L 2 50 .1

Peak Area (A-35): 0.187 Peak Height (A): 0.282
Background PK Area (A-5): 0.033 Background PK Height (A): 0.072

Blank Corrected PK Area (A-s): 0.181

Concentration (ug/L ) : 49 .4 s’
' Vet S‘\-J S0

Mean Cconc (ug/L )i 49 .7 Q. 50 RED) ¥ 1.0
sample 1D: 7 seguence No.: 00019 Samplier Position: 7
Peak Areéa (A-§): 0.012 Peak Height (A): 0.016
Backdround PK Area (A-35): -0.013 Background PK Height (A): 0.038
Blank Corrected PK Area (A-s5): 0.006

concentration (ug/L b I 146

Peak Area (A=s): 0.011 Peak Height (A): 0.013
Background PK Area (A-5): -0.013 Background PkK Height (A): 0.038

Biank Corrected Pk Area (A-s8): 0.005

concentration (ug/L ): 1.5 R- B\k- “’
—

Mean conc (ug/L ) 1 1.9 0.09 RSD(%): 5.9
A—

Sample ID: 8 segquence No.: 00020 Sampler Position: 8

Peak Area (A-s5): 0.010 Peak Height (A): 0.013

Background PK Area (A-3): -0.011 Background PK Height (A): 0.039

Blank Corrected PK Area (A-s): 0.004

Concentration (ug/L M 1.2

Peak Area (A-s5): 0.008 Peak Height (A): 0.015

Background PK Area (A-3): -0.018 Background Pk Height (A): 0.027

Blank Corrected Pk Area (A-s): 0.002

concentration (ug/L ): 6.7 Q'B‘K. 1 L-z

Mean Cconc (ug/L bk 0.9 8D: 0.3% RSD(%)Y: 40.53
A~

sample 1D: 9 seguence No.: 00021 Sampler Position: 9

Peak Area (A-s): 0.006 Peak Height (A): 0.011

Background PK Area (A-s): -0.016 Background Pk Height (A): 0.025

Blank Corrected PK Area (A-s): -0.000

concentration (ug/L ): -0.1 I 146

Peak Area (A-s): 0.008 Peak Height (A): 0.010

Background PK Area (A-s): -0.015 Background PK Height (A): 0.036

Blank Corrected PK Area (A-s): 0.003




Mean cConc (ug/L ) : 0.3 8D: 0O

RSD(%): _1 G
.563 SD(%) : .
B T P T A ~ ~~!J2~~~~j:~~~~~~~~~ e e e

sample I1D: 10 Seguence No.: 00022 Sampler Position: 10
Peak Area (A-s): 0.013 Peak Height (A): 0.020
Backdround PK Area (A-s5): -0.014 Background PK Height (A): 0.026
Blank Corrected Pk Area (A-s): 0.007

concentration (ug/L Dz r=allle

Peak Area (A-5): 0.013 Peak Height (A): 0.018
Background PK Area (A-5): -0.009 Background PK Height (A): 0.035

Blank Corrected PK Area (A-s): 0.007

concentration (ug/L ): 1.8 \ L 3
-
- B\, -
8b: 0.12

Mean Cconc (ug/L ) 1L W= RSD(%): 6.4
E—

sampliée 1D: 44 sequence No.: 00023 sampier Position: 11

Peak Area (A-85): 0.014 Peak Height (A)Y: 0.018

Background PK Area (A-5): -0.012 Background PK Height (A): 0.037

Blank Corrected PK Area (A-s): 0.008

concentration (ug/L ¥ i 2.3

Peak Area (A-3): 0.014 Peak Height (A): 0.020

Background Pk Area (A-s): -0.014 Background PK Height (A): 0.029

Blank Corrected PK Area (A-s): 0.008

Concentration (ug/L ): 2.2 < 3
E-Glk-22 2
Sh: 0.03

Mean Conc (ug/L  ): 2.2 RSD(%): 1.2
dmm———

samplie ID: 12 seguence No.: 00024 sSampler Position: 12

Peak Area (A-s): 0.011 Peak Height (A): 0.020

Background PK Area (A-s5): -0.015 Background PK Height (A): 0.029

Blank Corrected PK Area (A-5): 0.005

concentration (ug/L ): 1.4

Peak Area (A-s): 0.010 Peak Height (A): 0.016

Background PK Area (A-s): -0.013 Background PK Height (A): 0.032

Blank Corrected PK Area (A-s5): 0.005

concentration (ug/L ) : 1.3 F’ B,k —3 ‘ 3
L J -
D: 0.114 8.2

Mean Cconc (ug/L I 1.3 =3 RSD(%) :

o
sample I1D: 13 seqguence No.: 00025 sampler Position: 13
Peak Area (A-s5): 0.023 Peak Height (A): 0.037
Background PK Area (A-s): -0.011 Background Pk Height (A): 0.031
Blank Corrected Pk Area (A-5): 0.018
concentration (ug/L ): 4.8 il 147
Peak Area (A-s5): 0.025 Peak Height (A): 0.040
Background Pk Area (A-s): -0.007 Background Pk Height (A): 0.027

B3l vyl v vyt o Yy A aasms P . D Fa T & B T o
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concentration (ug/L ) B 5.4 g

Mean Conc Cugs L il S 51 SD: 0.39 HQD(%): 7.7
-

Sample 1D: 14 seguence No.: 00026 Sampler Position: 14

Peak Area (A-5): 0.104 Peak Height (A): 0.157

Background PK Area (A-s5): 0.013 Background PK Height (A): 0.040

Blank Corrected PR Area (A-s): 0.098

concentration (ug/L )1 26 .8

Peak Area (A-s5): 0.100 Peak Height (A): 0.135

Background PK Area (A-s8): 0.013 Background PK Height (A): 0.036

Blank Corrected PK Area (A-s5): 0.064

Concentration (ug/L p Hit: bl M

Mean Conc (ug/L ) ! 26 .2 sh: ©0.84 RED(%): 3.2
L

sample |D: 15 seqguence No.: 00027 Samplier Position: 15

The sample absorbance is greater than at of the highest
Peak Area (A-5): 0.763 Pea y b A e =
Background PK Area (A-s): 0.218 ackground PK Height (A): 0.371

Blank Corrected Pk Area (A- p 7

concentration ((u 207.0

sSample ID: 17 sSeguence No.: 00028 sampler Position: 17
Peak Area (A-s5): 0.007 Peak Height (A): 0.007
Background PK Area (A-s5): -0.017 Background PK Height (A): 0.026
Blank Corrected Pk Area (A-s): 0.001

concentration (ug/L 2k Qi

Peak Area (A-s5): 0.006 Peak Height (A): 0.007
Background PK Area (A-8): -0.020 Background Pk Height (A): 0.010

Blank Corrected PK Area (A-5): 0.000

concentration (ug/L ): 0.0 c:” .£ Q\k “5
® - -
sD: O0.14

Mean conc (ug/L ): 0.1 RSD(%): 119.6
——
sample ID: 18 sequence No.: 00029 Sampler Position: 18
peak Area (A-s): 0.131 Peak Height (A): 0.185
Backaround Pk Area (A-3): 0.021 Background Pk Height (A): 0.047
Blank Corrected PK Area (A-s5): 0.126
concentration (ug/L ): 34.3 -
pPeak Area (A-s): 0.135 Peak Height (A): 0,188 ‘:ij"
Background PK Area (A-s3): 0.019 Background PK Height (A): 0.046
Blank Corrected PK Area (A-s): 0.129

concentration cugsk ) 35.3 - { |
- |
éerl‘r” <:4":‘;0 “:11§!<v‘<3i; ‘)
): 34.8 51074 RED(%) : "2 . 1

Mean Conc (ug/L
- -. 148
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